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Promising therapy: Antimicrobial Peptide

Structures are important for 
biological functions

Latent Sequence-Structure Model  (LSSAMP)     

LSSAMP Produces Effective AMPs in Wet Lab

Antimicrobial Peptide (protein)
Powerful fighter to kill bacteria

Generate ideal peptide sequences with an ideal 
secondary structure simultaneously!
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Data Augmentation in LSSAMP

0%

1%

2%

3%

4%

5%

6%

7%

Ran
dom VAE

AMP-G
AN

PepCVAE

MLP
eptid

e

LSS
AMP

Proportion Satisfying 
Attribute Condition

0%
10%
20%
30%
40%
50%
60%
70%
80%
90%

100%

Ran
dom VAE

AMP-G
AN

PepCVAE

MLP
eptid

e

LSS
AMP

Avg Score of AMP 
Classifiers

+ 3%

LSSAMP generations share similar 
distribution as real AMPs

Clear liquid indicates bacteria (green) have been killed!
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